. Alignment of cDNA between GHR2 red1 and GHR2
red2
The green and red underlines indicate the start codon and the stop codon, respectively. The red boxes indicate the differences between GHR2 red1 and GHR2 red2 . The pink blocks indicate the nucleotide differences causing missense mutations.
Figure S3. Alignment of GHR2s in different tilapia species
The blue, green and yellow blocks indicate the N-glycosylated sites, phosphorylation and "FGEFS" motif, respectively. The red boxes indicate the differences of GHR2 between Nile tilapia and blue tilapia. The GHR2 sequences are from O. mossambicus (EF452496), O.aureus (KJ845729), O. niloticus (NM_001279455), O. hornorum (EF371467) and two alleles of red tilapia identified in this study (KJ845730, KJ845731). The family OmR1 was 140 dph and others were 90 dph. 
